[N-terminal sequence of omega-gliadins from Aegilops longissima. The origin of the genome of polyploid wheat].
Using high-performance reversed phase liquid chromatography, the major components of omega-gliadins were isolated from four samples of Aegilops longissima. A high interspecific variability of Ae. longissima with regard to gliadin composition was demonstrated. The N-terminal sequences of omega-gliadins were determined. It was shown that omega-gliadins under study belong to the SRQ type earlier discovered in hexaploid wheat species and in Ae. squarrosa. It is supposed that this type of sequence is specific to the whole Aegilops genus. The N-terminal sequence of omega-gliadin of Ae. longissima was identified and its similarity to the alpha/beta-type sequence found in hexaploid wheat species was revealed. The data obtained are discussed in terms of the origin of polyploid wheat genomes.